This listing of claims will replace all prior versions, and listings, of claims in the application: 
Listing of Claims ; 

1-46 Cancelled 

47. (Currently Amended) An isolated nucleic acid molecule comprising SEQ ID NO: 
3, SEQ ID NO: 4, SEQ ID NO: 5, or SEQ ID NO: 6, 

or an RNA equivalent thereof, 

or a nucleic acid completely complementary to said isolated molecule , capablo of baoo 
pairing according to tho standard Watson Crick complomontarity rules, 

or a nuoloio acid oubotontially complementary^ to said isolated moloculo which is capablo 
of h>1jridizing to tho nucloic acid moloculo under tho following stringent conditions: 

hybridization at 10° 65 °C for 1 1 16 hours in a hybridization solution at ph 7.8, 

containing 0.9 M NaCl, 0.12 M Tris IICl, 6nM EDTA, O.IM sodium phosphat o buffer, 

0.1 SDS and 0.1% poli p ^inylp^-rrohdono, 

follo^vod b>^ throo 15 minute washes at 10° 65 °C to romovc unbound probos in a solution 
at pH 7, containing 0.075 M NaCl. 0.0075 M Na Citrate and 0.ir» SDS. 

48. (Currently Amended) An isolated nucleic acid molecule consisting of 
SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID NO: 5. or SEQ ID NO: 6, 

or an RNA equivalent thereof, 

or a nucleic acid completely complementary to said isolated molecule , capablo ofbaso- 
pairing according to tho standard Watson Crick complomontarity i-ulos, 

or a nucleic acid substantially complomontar>r to said isolat e d moloculo which is capable 
of hybridizing to tho nucloic acid moloculo under th o following stringent conditions: 

hybridization at 10° 65 °C for 1 1 16 hours in a hybridization solution at ph 7.8, 
containing O.Q M NaCl, 0.12 M Tris HCl, 6nM EDTA, QAM sodium phosphato buff o r, 0.1 "/ „ 
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SDS and 0.1% polyvinylp>Trolidono, 

foUowod by thre e 15 minuto waohoa at 10° 65 °C to romovo unbound proboo in a solution 
at pH 7, containing 0.075 M NaCl, 0.0075 M I'Ja Citrato and O-l^o SDS. 



49. Canceled 

50. Canceled 

51. Canceled 



52. (Previously Presented) The isolated nucleic acid molecule consisting of the 
nucleotide sequence of SEQ ID NO: 6. 

53. (Currently Amended) An isolated nucleic acid molecule comprising a nucleotide 
sequence of SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID NO: 5, or SEQ ID NO: 6, 

or an RNA equivalent thereof j 

or a nucleic acid complomontar>^ to aaid isolated molooulo, capabl e of baoo pairing 
according to tho standard Watson Crick complomontarity rules . 

54. (Currently Amended) An isolated nucleic acid molecule consisting of a tiie 
nucleotide sequence of SEQ ID NO: 3, SEQ ID NO: 4, SEQ ID NO: 5 or SEQ ID NO: 6 or an 
RNA equivalent thereof 



55. (Currently Amended) An isolated A prnhR whirh 

a) targets Shigella flexneri comprising a fragment from g reater than 10 bases in length ug 
to 40 bases in length of a nucleotide sequence SEQ ID NO: 3, an RNA equivalent thereof, or a 
nucleic acid completely complementary to said fragment moloculo, oapabl o of baoo pairing 
according to tho standard M^atson Crick complementarity rules, 

b) targets Shigella sonnei comprising a fragment from greater than 10 bases in length up 
to 40 bases in length of a nucleotide sequence SEQ ID NO: 4, an RNA equivalent thereof, or a 
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nucleic acid completely complementary to said fragment, molooulo. capablo of baao pairing 
according to tho standard Watoon Crick complementarity rules, 

c) targets Shigella dysenteriae comprising a fragment from greater than 10 bases in length 
UE to 40 bases in length of a nucleotide sequence SEQ ID NO: 5, an RNA equivalent thereof, or 
a nucleic acid completely complementary to said fragment. moloculo,capablo of bao e pairing 
according to tho standard Watoon Crick complomontarity rules. 



or 



d) targets Shigella boydii comprising a fragment from greater than 10 bases in length ug 
to 40 bases in length of a nucleotide sequence SEQ ID NO: 6, an RNA equivalent thereof, or a 
nucleic acid completely complementary to said fragment. molQculo. cnpnhln nf hnnr. ^^mring 
according to tho standard Watson Crick compl e m e ntarity rules . 

56. (Currently Amended ) A probe which 

a) targets Shigella Jlexneri consisting of a fragment from greater than 10 bases in length 
UE to 40 bases in length of a nucleotide sequence SEQ ID NO: 3, an RNA equivalent thereof, or a 
nucleic acid completely complementary to said fragment, moleculo. onpnhln nf hom i^niring 
according to tho standard Watoon Crick complomontarit>' ruloo, 

b) targets Shigella sonnei consisting of a fragment from greater than 10 bases in length 
up to 40 bases in length of a nucleotide sequence SEQ ID NO: 4, an RNA equivalent thereof, or a 
nucleic acid completely complementary to said fragmenL.meleeule^ capablo of baoo pairing 
according to tho standard \'S^atoon Crick complomontarity rules, 

c) targets Shigella dysenteriae consisting of a fragment from greater than 10 bases in 
length up to 40 bases in length of a nucleotide sequence SEQ ID NO: 5, an RNA equivalent 
thereof, or a nucleic acid completely complementary to said fragment, molooulo, capablo of baoo 
pairing according to tho standard Watoon Crick complomontarit>^ rulos. 



or 
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d) targets Shigella boydii consisting of a fragment from greater than 10 bases in leneth 
UE to 40 bases in length of a nucleotide sequence SEQ ID NO: 6, an RNA equivalent thereof, or a 
nucleic acid completely complementary to said fragment, moloculo. c.ipnhln nf hnr .n pninng 
according to tho otondord Watson Crick complomontarity rulo3. 

57. (Currently Amended) A probe as in claim 55 which compriooG is 1 5-25 bases in 

length. 

58. (Currently Amended) A probe as in claim 56 which compriooa is 1 5-25 bases in 

length. 
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